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3 <110> APPLICANT: CRACKOWER, MICHAEL A. 

4 PENNINGER, JOSEF M . 

6 <120> TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR TREATING HEART DISEASE 
8 <130> FILE REFERENCE: SONN:068US 

10 <140> CURRENT APPLICATION NUMBER: US/10/528 , 227 

11 <141> CURRENT FILING DATE: 2005-03-18 

13 <150> PRIOR APPLICATION NUMBER: PCT/CA2003/001387 

14 <151> PRIOR FILING DATE: 2003-09-19 

16 <150> PRIOR APPLICATION NUMBER: CA 2,400,254 

17 <151> PRIOR FILING DATE: 2002-09-19 
19 <160> NUMBER OF SEQ ID NOS : 4 

21 <170> SOFTWARE: Patentln version 3.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 3410 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <400> SEQUENCE: 1 

29 atggagctgg agaactataa acagcccgtg gtgctgagag aggacaactg ccgaaggcgc 60 
31 cggaggatga agccgcgcag tgctgcggcc agcctgtcct ccatggagct catccccatc 120 
33 gagttcgtgc tgcccaccag ccagcgcaaa tgcaagagcc ccgaaacggc gctgctgcac 180 
35 gtggccggcc acggcaacgt ggagcagatg aaggcccagg tgtggctgcg agcgctggag 240 
37 accagcgtgg cggcggactt ctaccaccgg ctgggaccgc atcacttcct cctgctctat 300 
39 cagaagaagg ggcagtggta cgagatctac gacaagtacc aggtggtgca gactctggac 360 
41 tgcctgcgct actggaaggc cacgcaccgg agcccgggcc agatccacct ggtgcagcgg 420 
43 cacccgccct ccgaggagtc ccaagccttc cagcggcagc tcacggcgct gattggctat 480 
45 gacgtcactg acgtcagcaa cgtgcacgac gatgagctgg agttcacgcg ccgtggcttg 540 
47 gtgaccccgc gcatggcgga ggtggccagc cgcgacccca agctctacgc catgcacccg 600 
49 tgggtgacgt ccaagcccct cccggagtac ctgtggaaga agattgccaa caactgcatc 660 
51 ttcatcgtca ttcaccgcag caccaccagc cagaccatta aggtctcacc cgacgacacc 720 
53 cccggcgcca tcctgcagag cttcttcacc aagatggcca agaagaaatc tctgatggat 780 
55 attcccgaaa gccaaagcga acaggatttt gtgctgcgcg tctgtggccg ggatgagtac 840 
57 ctggtgggcg aaacgcccat caaaaacttc cagtgggtga ggcactgcct caagaacgga 900 
59 gaagagattc acgtggtact ggacacgcct ccagacccgg ccctagacga ggtgaggaag 960 
61 gaagagtggc cgctggtgga cgactgcacg ggagtcaccg gctaccatga gcagcttacc 102 0 
63 atccacggca aggaccacga gagtgtgttc accgtgtccc tgtgggactg cgaccgcaag 1080 
65 ttcagggtca agatcagagg cattgatatc cccgtcctgc ctcggaacac cgacctcaca 1140 
67 gtttttgtag aggcaaacat ccagcatggg caacaagtcc tttgccaaag gagaaccagc 1200 
69 cccaaaccct tcacagagga ggtgctgtgg aatgtgtggc ttgagttcag tatcaaaatc 1260 
71 aaagacttgc ccaaaggggc tctactgaac ctccagatct actgcggtaa agctccagca 1320 
73 ctgtccagca aggcctctgc agagtccccc agttctgagt ccaagggcaa agttcggctt 1380 
75 ctctattatg tgaacctgct gctgatagac caccgtttcc tcctgcgccg tggagaatac 1440 
77 gtcctccaca tgtggcagat atctgggaag ggagaagacc aaggaagctt caatgctgac 1500 
79 aaactcacgt ctgcaactaa cccagacaag gagaactcaa tgtccatctc cattcttctg 1560 
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81 gacaattact gccacccgat agccctgcct aagcatcagc ccacccctga cccggaaggg 1620 

83 gaccgggttc gagcagaaat gcccaaccag cttcgcaagc aattggaggc gatcatagcc 1680 

85 actgatccac ttaaccctct cacagcagag gacaaagaat tgctctggca ttttagatac 1740 

87 gaaagcctta agcacccaaa agcatatcct aagctattta gttcagtgaa atggggacag 1800 

89 caagaaattg tggccaaaac ataccaattg ttggccagaa gggaagtctg ggatcaaagt 1860 

91 gctttggatg ttgggttaac aatgcagctc ctggactgca acttctcaga tgaaaatgta 1920 

93 agagccattg cagttcagaa actggagagc ttggaggacg atgatgttct gcattacctt 1980 

95 ctacaattgg tccaggctgt gaaatttgaa ccataccatg atagcgccct tgccagattt 2 040 

97 ctgctgaagc gtggtttaag aaacaaaaga attggtcact ttttgttttg gttcttgaga 2100 

99 agtgagatag cccagtccag acactatcag cagaggttcg ctgtgattct ggaagcctat 2160 
101 ctgaggggct gtggcacagc catgctgcac gactttaccc aacaagtcca agtaatcgag 2220 
103 atgttacaaa aagtcaccct tgatattaaa tcgctctctg ctgaaaagta tgacgtcagt 2280 
105 tcccaagtta tttcacaact taaacaaaag cttgaaaacc tgcagaattc tcaactcccc 2340 
107 gaaagcttta gagttccata tgatcctgga ctgaaagcag gagcgctggc aattgaaaaa 2400 
109 tgtaaagtaa tggcctccaa gaaaaaacca ctatggcttg agtttaaatg tgccgatcct 2460 
111 acagccctat caaatgaaac aattggaatt atctttaaac atggtgatga tctgcgccaa 2520 
113 gacatgctta ttttacagat tctacgaatc atggagtcta tttgggagac tgaatctttg 2580 
115 gatctatgcc tcctgccata tggttgcatt tcaactggtg acaaaatagg aatgatcgag 2640 
117 attgtgaaag acgccacgac aattgccaaa attcagcaaa gcacagtggg caacacggga 2 700 
119 gcatttaaag atgaagtcct gaatcactgg ctcaaagaaa aatcccctac tgaagaaaag 2760 
121 tttcaggcag cagtggagag atttgtttat tcctgtgcag gctactgtgt ggcaaccttt 2820 
123 gttcttggaa taggcgacag acacaatgac aatattatga tcaccgagac aggaaaccta 2880 
125 tttcatattg acttcgggca cattcttggg aattacaaaa gtttcctggg cattaataaa 2940 
127 gagagagtgc catttgtgct aacccctgac ttcctctttg tgatgggaac ttctggaaag 3000 
129 aagacaagcc cacacttcca gaaatttcag gacatctgtg ttaaggctta tctagccctt 3060 
131 cgtcatcaca caaacctact gatcatcctg ttctccatga tgctgatgac aggaatgccc 3120 
133 cagttaacaa gcaaagaaga cattgaatat atccgggatg ccctcacagt ggggaaaaat 3180 
135 gaggaggatg ctaaaaagta ttttcttgat cagatcgaag tttgcagaga caaaggatgg 3240 
137 actgtgcagt ttaattggtt tctacatctt gttcttggca tcaaacaagg agagaaacat 3300 
13 9 tcagcctaat actttaggct agaatcaaaa acaagttagt gttctatggt ttaaattagc 3360 
141 atagcaatca tcgaacttgg atttcaaatg caatagacat tgtgaaagct 3410 

144 <210> SEQ ID NO: 2 

145 <211> LENGTH: 1102 

146 <212> TYPE: PRT 

147 <213> ORGANISM: Homo sapiens 

149 <400> SEQUENCE: 2 

150 Met Glu Leu Glu Asn Tyr Lys Gin Pro Val Val Leu Arg Glu Asp Asn 

151 15 10 15 

153 Cys Arg Arg Arg Arg Arg Met Lys Pro Arg Ser Ala Ala Ala Ser Leu 

154 20 25 30 

156 Ser Ser Met Glu Leu lie Pro lie Glu Phe Val Leu Pro Thr Ser Gin 

157 35 40 45 

159 Arg Lys Cys Lys Ser Pro Glu Thr Ala Leu Leu His Val Ala Gly His 

160 50 55 60 

162 Gly Asn Val Glu Gin Met Lys Ala Gin Val Trp Leu Arg Ala Leu Glu 

163 65 70 75 80 

165 Thr Ser Val Ala Ala Asp Phe Tyr His Arg Leu Gly Pro His His Phe 

166 85 90 95 

168 Leu Leu Leu Tyr Gin Lys Lys Gly Gin Trp Tyr Glu lie Tyr Asp Lys 
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358 1100 

360 <210> SEQ ID NO: 3 

361 <211> LENGTH: 3160 

362 <212> TYPE: DNA 

363 <213> ORGANISM: Homo sapiens 

366 <400> SEQUENCE: 3 

367 cctcccctcg cccggcgcgg tcccgtccgc ctctcgctcg cctcccgcct cccctcggtc 60 
369 ttccgaggcg cccgggctcc cggcgcggcg gcggaggggg cgggcaggcc ggcgggcggt 120 
371 gatgtggcag gactctttat gcgctgcggc aggatacgcg ctcggcgctg ggacgcgact 180 
373 gcgctcagtt ctctcctctc ggaagctgca gccatgatgg aagtttgaga gttgagccgc 240 
375 tgtgaggcga ggccgggctc aggcgaggga gatgagagac ggcggcggcc gcggcccgga 300 
3 77 gcccctctca gcgcctgtga gcagccgcgg gggcagcgcc ctcggggagc cggccggcct 360 
3 79 gcggcggcgg cagcggcggc gtttctcgcc tcctcttcgt cttttctaac cgtgcagcct 42 0 
3 81 cttcctcggc ttctcctgaa agggaaggtg gaagccgtgg gctcgggcgg gagccggctg 480 
383 aggcgcggcg gcggcggcgg cggcacctcc cgctcctgga gcggggggga gaagcggcgg 540 
385 cggcggcggc cgcggcggct gcagctccag ggagggggtc tgagtcgcct gtcaccattt 600 
387 ccagggctgg gaacgccgga gagttggtct ctccccttct actgcctcca acacggcggc 660 
389 ggcggcggcg gcacatccag ggacccgggc cggttttaaa cctcccgtcc gccgccgccg 720 
391 caccccccgt ggcccgggct ccggaggccg ccggcggagg cagccgttcg gaggattatt 780 
3 93 cgtcttctcc ccattccgct gccgccgctg ccaggcctct ggctgctgag gagaagcagg 840 
3 95 cccagtcgct gcaaccatcc agcagccgcc gcagcagcca ttacccggct gcggtccaga 900 
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. „ , VERIFICATION SUMMARY DATE: 03/25/2005 

PATENT APPLICATION: US/10/528,227 TIME: 09:36:19 

Input Set : D:\SONN068US.txt 

Output Set: N:\CRF4\03252005\J528227.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 
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